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Human phosphodiesterase-1 (HPDE-1) cDNA 
Sequence 4 from Patent WO0155358. DNA, 



Frame Score Match 

g + 2623 2623 

07 + 2623 2623 

en + 2623 2623 

ID + 2623 2623 

+ 2314 2350 

+ 2314 2350 



>1 P_AAZ65056 Membrane-bound protein PRO1107 encoding cDNA. {2623 bp) [1 
seg] 

Score = 2623.(5200 bits), Expect =0.0 

Identities - 2623/2623 (100%), at 1,1-2623,2623, Strand +/+ 
ss. DNA59606 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 

************************************************************ 
P_AAZ65056 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 
ss. DNA59606 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 

*********************************** 
P__AAZ65056 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 
ss.DNA59606 121 

TACGGACTGAACGGATCGCTGCGAGGGTGGGAGAGAAAATTAGGGGGAGAAAGGACAGAG 

************************************************************ 
P_AAZ65056 121 

TACGGACTGAACGGATCGCTGCGAGGGTGGGAGAGAAAATTAGGGGGAGAAAGGACAGAG 
ss.DNA59606 181 

AGAGCAACTACCATCCATAGCCAGATAGATTATCTTACACTGAACTGATCAAGTACTTTG 

************************************************************ 
P_AAZ65056 181 

AGAG C AAC T AC CAT CCA TAG C C AGAT AGAT T AT CT T AC AC T G AAC T GATC AAG T AC T T T G 
ss. DNA59606 241 

AAAATGACTTCGAAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 

************************************************************ 
P AAZ65056 241 



AAAATGACTTCGAAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 
ss. DNA59606 301 

ACCTTTTCTCTCCAACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGT 

******************************************************^ 
P_AAZ65056 301 

ACCTTTTCTCTCCAACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGT 
ss.DNA59606 361 

TGGGATTACTTATATAAAGTTCCAACGCCCCATTTTCATTATATTATGAAATATGGTGTT 

******************************************************^ 
P__AAZ65056 361 

TGGGATTACTTATATAAAGTTCCAACGCCCCATTTTCATTATATTATGAAATATGGTGTT 
SS.DNA59606 421 

C ACG T G AAG C AAG T T AC T AAT G T T T T TAT T ACAAAAAC C T AC C C T AAC CAT TAT AC T T T G 
P_AAZ65056 421 

CACGTGAAGCAAGTTACTAATGTTTTTATTACAAAAACCTACCCTAACCATTATACTTTG 
ss. DNA59606 481 

GTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGATATGTTTGATCCTATT 
P_AAZ65056 481 

GTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGATATGTTTGATCCTATT 
SS.DNA59606 541 

CGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 

*********************************************************^ 
P_AAZ65056 541 

CGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 
ss.DNA59606 601 

GCGACACCAATATGGATCACAAACCAGAGGGCAGGACATACTAGTGGTGCAGCCATGTGG 

**********************************************************^ 
P_AAZ65056 601 

GCGACACCAATATGGATCACAAACCAGAGGGCAGGACATACTAGTGGTGCAGCCATGTGG 
ss. DNA59606 661 

C CCG GAAC AGAT G T AAAAAT ACAT AAG CGCTTTCC TACT CAT T AC AT GCC T T AC AAT GAG 

************ *.****************^ 
P_AAZ65056 661 

CCCGGAACAGATGTAAAAATACATAAGCGCTTTCCTACTCATTACATGCCTTACAATGAG 
SS.DNA59606 721 

T C AG T T T C A T T T G AAG AT AG AG T T G C C AAAAT T G T T G AAT G G T T T AC G T C AAAAG AG C C C 

*************^***************^ + ^^^ + + + + st ^^^^ + ^^ + + ^^^^^ + + ^ + ^ + + 
P_AAZ65056 721 

T C AG T T T CAT T T G AAG AT AG AG T T G C C AAAAT T G T T G AAT G G T T T AC G T C AAAAG AG C C C 
ss. DNA59606 781 

ATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGCCACCATTTGGGACCT 



P_AAZ65056 781 

ATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGCCACCATTTGGGACCT 
ss. DNA59606 841 

G AC AG TCCGCTCATGGGGCCTGT CAT T T C AG AT AT T G AC AAG AAG T TAG GAT AT C T CAT A 
P_AAZ65056 841 

GACAGTCCGCTCATGGGGCCTGTCATTTCAGATATTGACAAGAAGTTAGGATATCTCATA 
SS.DNA59606 901 

C AAAT GC T G AAAAAG G C AAAG T TG T G G AAC AC TC T GAAC C T AAT CAT C AC AAG T GAT CAT 

***********************************^ 
P_AAZ65056 901 

CAAATGCTGAAAAAGGCAAAGTTGTGGAACACTCTGAACCTAATCATCACAAGTGATCAT 
SS.DNA59606 961 

G G AAT G AC G C AG T G C T C T GAG G AAAG G T T AA T AG AAC T T G AC C AG T AC C T G GAT AAAG AC 
P_AAZ65056 961 

GGAATGACGCAGTGCTCTGAGGAAAGGTTAATAGAACTTGACCAGTACCTGGATAAAGAC 
ss.DNA59606 1021 

C AC TAT AC C C T G A T T GAT C AAT C T C C AG TAG C AG CCATCTTGC C AAAAG AAG G T AAAT T T 
★ + + + + + + + ^ + + + ^ + ^ + + + + + + + + 

P_AAZ65056 1021 

CACTATACCCTGATTGATCAATCTCCAGTAGCAGCCATCTTGCCAAAAGAAGGTAAATTT 
SS.DNA59606 1081 

GAT G AAG T C T AT G AAG C AC T AAC T C AC G C T CAT C C T AA T C T T AC T G T T T AC AAAAAAG AA 

**************************************^ 
P_AAZ65056 1081 

GAT G AAG T C T AT G AAG C AC T AAC T C AC G C T CAT C C T AA T C T T AC T G T T T AC AAAAAAG AA 
SS.DNA59606 1141 

G AC G T T C C AG AAAGG T GGC AT T AC AAAT AC AAC AG T C G AAT T C AAC C AAT CAT AG C AG T G 

***************************************^^ 
P_AAZ65056 1141 

GACGTTCCAGAAAGGTGGCATTACAAATACAACAGTCGAATTCAACCAATCATAGCAGTG 
SS.DNA59606 1201 

GCTGATGAAGGGTGGCACATTTTACAGAATAAGTCAGATGACTTTCTGTTAGGCAACCAC 

***********************************^ 
P_AAZ65056 1201 

G C T G AT G AAG G G T G G C A C AT T T T AC AG AAT AAG T C AG AT G AC TTTCTGTTAG G C AAC C AC 
SS.DNA59606 1261 

GGTTACGATAATGCGTTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTC 
★ ^*****^*******^^*^**^^ + ^^^ + + ^^ + + + + ^^ + ^^^^^^ + ^ + ^^^^^^^^^^^ ilr + 
P_AAZ65056 1261 

GGTTACGATAATGCGTTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTC 
SS.DNA59606 1321 



AG AAAG AAT T T C T C AAAAG AAG C C AT G AAC T C C AC AG AT T T G T AC C C AC T AC T AT G C C AC 
P_AAZ65056 1321 

AGAAAG AAT T T C TC AAAAG AAG C C AT GAAC T C C AC AGAT T TG T AC CC AC T AC T ATG C C AC 
SS.DNA59606 1381 

CTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGAATGTCCAGGATCTGCTC 

********************************************************^ 
P_AAZ65056 1381 

CTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGAATGTCCAGGATCTGCTC 
ss. DNA59606 1441 

AATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 

****** *,***************************************************** 
P_AAZ65056 1441 

AATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 
SS.DNA59606 1501 

GTTAAACCAGCAGAATATGACCAAGAGGGGTCATACCCTTATTTCATAGGGGTCTCTCTT 
*****************^^^ + + + ^^^^ + ^^^^^^ + ^^^^^ ilr + + + + ^^ + + ^ + ^^^ + + it ^ + + 
P_AAZ65056 1501 

GTTAAACCAGCAGAATATGACCAAGAGGGGTCATACCCTTATTTCATAGGGGTCTCTCTT 
ss.DNA59606 1561 

GGCAGCATTATAGTGATTGTATTTTTTGTAATTTTCATTAAGCATTTAATTCACAGTCAA 
*******************^*^^^^ + + ^^^^ + ^ + ^^^ + ^^ + it ^^^^ + ^ + + ilr + + + ^^^^^^ 
P_AAZ65056 1561 

GGC AGC AT TAT AG T GAT TG TAT T T T T TG T AAT T T T CAT T AAGC AT T T AAT T C AC AG T CAA 
ss. DNA59606 1621 

ATACCTGCCTTACAAGATATGCATGCTGAAATAGCTCAACCATTATTACAAGCCTAATGT 
*****************^ + + ^^ + ^ + + + ^^^^^^^ + + ^^^ it + + + + ^ + ^ i(r + + ^^^ + + ^ + + + ^ 
P_AAZ65056 1621 

ATACCTGCCTTACAAGATATGCATGCTGAAATAGCTCAACCATTATTACAAGCCTAATGT 
SS.DNA59606 1681 

TACTTTGAAGTGGATTTGCATATTGAAGTGGAGATTCCATAATTATGTCAGTGTTTAAAG 
****************^^^*^ + Vf ^^^^^ + ^^^^^^^ + + ^^^^^ + it + + i(r + + vt + ^^^ + ^^^^ 
P_AAZ65056 1681 

TACTTTGAAGTGGATTTGCATATTGAAGTGGAGATTCCATAATTATGTCAGTGTTTAAAG 
SS.DNA59606 1741 

GTTTCAAATTCTGGGAAACCAGTTCCAAACATCTGCAGAAACCATTAAGCAGTTACATAT 
***************** + ^^^*^ + ^^ + ^^ + + + + ^ + + + ^ + + + ^ + + + + + Vr + i(r ^ + ^^ + ^^^^ + 
P_AAZ65056 1741 

G T T T C AAAT T C T GGG AAACC AGT TCCAAAC AT C T GC AG AAAC C AT T AAGC AG T T AC AT AT 
SS.DNA59606 1801 

TTAGGTATACACACACACACACACACACACATACACACACACGGACCAAAATACTTACAC 

*****************+ + *^**********^^ ++ ********* + ^ +++++ *^^ ++ ^ +++ 
P_AAZ65056 1801 

TTAGGTATACACACACACACACACACACACATACACACACACGGACCAAAATACTTACAC 



ss. DNA59606 1861 

C T G C AAAG G AAT AAAG AT G T GAG AG T A T G T C T C CAT T G T T C AC T G TAG CAT AG G GAT AG A 

************************************************************ 
P_AA265056 1861 

CTGCAAAGGAATAAAGATGTGAGAGTATGTCTCCATTGTTCACTGTAGCATAGGGATAGA 
SS.DNA59606 1921 

TAAGATCCTGCTTTATTTGGACTTGGCGCAGATAATGTATATATTTAGCAACTTTGCACT 

************************************************************ 
P_AAZ65056 1921 

TAAGATCCTGCTTTATTTGGACTTGGCGCAGATAATGTATATATTTAGCAACTTTGCACT 
ss. DNA59606 1981 

ATGTAAAGTACCTTATATATTGCACTTTAAATTTCTCTCCTGATGGGTACTTTAATTTGA 

************************************************************ 
P__AAZ65056 1981 

ATGTAAAGTACCTTATATATTGCACTTTAAATTTCTCTCCTGATGGGTACTTTAATTTGA 
SS.DNA59606 2041 

AATGCACTTTATGGACAGTTATGTCTTATAACTTGATTGAAAATGACAACTTTTTGCACC 

************************************************************ 
P_AA265056 2041 

AATGC AC T T T AT GG AC AG T TAT G T C T T AT AAC T T GAT T G AAAAT GAC AAC T T T T TGC ACC 
ss.DNA59606 2101 

C ATG T C AC AG AAT AC TTGTTACGCATTGTT C AAAC T GAAG G AAAT T T C T AAT AAT C C C G A 

************************************************************ 
P_AAZ65056 2101 

CATGTCACAGAATACTTGTTACGCATTGTTCAAACTGAAGGAAATTTCTAATAATCCCGA 
ss. DNA59606 2161 

ATAATGAACATAGAAATCTATCTCCATAAATTGAGAGAAGAAGAAGGTGATAAGTGTTGA 

************************************ 
P_AAZ65056 2161 

AT AAT GAAC AT AGAAAT C T AT C T CC AT AAAT T G AG AG AAG AAG AAG G T G AT AAG T G T T G A 
SS.DNA59606 2221 

AAAT T AAAT G T GAT AAC C T T T GAAC C T T G AAT T T T G GAG AT G T AT T C C C AAC AG C AG AA T 

************************************************************ 
P_AAZ65056 2221 

AAATTAAATGTGATAACCTTTGAACCTTGAATTTTGGAGATGTATTCCCAACAGCAGAAT 
SS.DNA59606 2281 

GCAACTGTGGGCATTTCTTGTCTTATTTCTTTCCAGAGAACGTGGTTTTCATTTATTTTT 

************************************************************* 
P_AAZ65056 2281 

GCAACTGTGGGCATTTCTTGTCTTATTTCTTTCCAGAGAACGTGGTTTTCATTTATTTTT 
SS.DMA59606 2341 

C C C T C AAAAG AG AG T C AAAT AC T GAC AG AT T C G T T C T AAAT AT AT TGTTTCTGT CAT AAA 



P_AAZ65056 2341 

CCCTCAAAAGAGAGTCAAATACTGACAGATTCGTTCTAAATATATTGTTTCTGTCATAAA 
ss. DNA59606 2401 

AT TAT T G T GAT T T CC T GAT GAG T CAT AT T AC T G T GAT T T T C AT AAT AAT G AAG AC AC CAT 

************************************** 
P_AAZ65056 2401 

ATT AT T G T GAT T T CC T GAT GAG TC AT AT T AC T G T GAT T T T CAT AAT AAT G AAGACAC CAT 
ss.DNA59606 2461 

GAATATACTTTTCTTCTATATAGTTCAGCAATGGCCTGAATAGAAGCAACCAGGCACCAT 

************************************************************ 
P_AAZ65056 2461 

GAATATACTTTTCTTCTATATAGTTCAGCAATGGCCTGAATAGAAGCAACCAGGCACCAT 
ss.DNA59606 2521 

CTCAGCAATGTTTTCTCTTGTTTGTAATTATTTGCTCCTTTGAAAATTAAATCACTATTA 

************************************************************ 
P_AAZ65056 2521 

CTCAGCAATGTTTTCTCTTGTTTGTAATTATTTGCTCCTTTGAAAATTAAATCACTATTA 

SS.DNA5 9606 2581 AT TAC AT T AAAAATC AAAT TGGAT AAAAAAAAAAAAAAAAAAA 
******************************************* 

P_AAZ65056 2581 ATTACATTAAAAATCAAATTGGAT AAAAAAAAAAAAAAAAAAA 

>2 P_AAS214 69 Human cDNA sequence encoding for PRO1107 polypeptide. 
(2623 bp) [1 seg] 

Score = 2623 (5200 bits), Expect =0.0 

Identities - 2623/2623 (100%), at 1,1-2623,2623, Strand +/+ 
ss.DNA59606 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 

************************************************************ 
P_AAS214 69 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 
SS.DNA59606 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 

************************************************************ 
P_AAS21469 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 
SS.DNA59606 121 

TACGGACTGAACGGATCGCTGCGAGGGTGGGAGAGAAAATTAGGGGGAGAAAGGACAGAG 

************************************************************ 
P_AAS21469 121 

TACGGACTGAACGGATCGCTGCGAGGGTGGGAGAGAAAATTAGGGGGAGAAAGGACAGAG 
ss.DNA59606 181 

AG AGC AAC T ACC ATC C AT AGC C AGAT AG AT T AT C T TAC AC T GAAC T GAT CAAG T ACT T T G 

************************************************************ 
P__AAS21469 181 

AGAG C AAC T ACC AT CC AT AGCC AG AT AG AT T AT C T TAC AC T GAAC T GAT CAAG TAC T T T G 



SS.DNA59606 241 

AAAATGACTTCGAAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 

**********************************^ 
P_AAS21469 241 

AAAATGACTTCG7VAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 
SS.DNA59606 301 

ACCTTTTCTCTCCAACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGT 
P_AAS21469 301 

ACCTTTTCTCTCC7VACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGT 
ss. DNA59606 361 

TGGGATTACTTATATAAAGTTCC7VACGCCCCATTTTCATTATATTATGAAATATGGTGTT 
P_AAS214 69 361 

TGGGATTACTTATATAAAGTTCCAACGCCCCATTTTCATTATATTATGAAATATGGTGTT 
SS.DNA59606 421 

CACGTGAAGCAAGTTACTAATGTTTTTATTACAAAAACCTACCCTAACCATTATACTTTG 
P_AAS21469 421 

CACGTGAAGCAAGTTACTAATGTTTTTATTACAAAAACCTACCCTAACCATTATACTTTG 
SS.DNA59606 481 

GTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGATATGTTTGATCCTATT 

***********************************^ 
P_AAS21469 481 

GTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGATATGTTTGATCCTATT 
SS.DNA59606 541 

CGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 
P_AAS21469 541 

CGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 
SS.DNA59606 601 

GCGACACCAATATGGATCACAAACCAGAGGGCAGGACATACTAGTGGTGCAGCCATGTGG 
P_AAS21469 601 

GCGACACCAATATGGATCACAAACCAGAGGGCAGGACATACTAGTGGTGCAGCCATGTGG 
SS.DNA59606 661 

CCCGGAACAGATGT7\AAAATACATAAGCGCTTTCCTACTCATTACATGCCTTACAATGAG 

******************************^ 
P_AAS21469 661 

CCCGGAACAGATGTAAAAATACATAAGCGCTTTCCTACTCATTACATGCCTTACAATGAG 
ss. DNA59606 721 

TCAGTTTCATTTGAAGATAGAGTTGCCAAAATTGTTG7VATGGTTTACGTCAAAAGAGCCC 

********************************^ 
P AAS21469 721 



TCAGTTTCATTTGAAGATAGAGTTGCCAAAATTGTTGAATGGTTTACGTCAAAAGAGCCC 
SS.DNA59606 781 

ATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGCCACCATTTGGGACCT 

************************************************************ 
P_AAS21469 781 

ATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGCCACCATTTGGGACCT 
ss.DNA59606 841 

G AC AG T C C G C T CAT GGGGCCTGT CAT T T C AG AT AT T G AC AAG AAG T TAG GAT AT C T CAT A 

************************************* 
P_AAS21469 841 

GACAGTCCGCTCATGGGGCCTGTCATTTCAGATATTGAC7VAGAAGTTAGGATATCTCATA 
SS.DNA59606 901 

CAAATGCTGAAAAAGGCAAA.GTTGTGGAACACTCTGAACCTAATCATCACAAGTGATCAT 

************************************************************ 
P__AAS21469 901 

CAAATGCTGAAAAAGGCAAAGTTGTGGAACACTCTGAACCTAATCATCAC7VAGTGATCAT 
ss. DNA59606 961 

G G AAT GA C G C AG T G C T C T GAG G AAAG G T T AAT AG AAC T T G AC C AG T AC C T GG AT AAAG AC 

************************************************************ 
P_AAS21469 961 

G GAAT GAC G C AG T G C T C T GAG G AAAG G T T AAT AGAAC T T G AC C AG T AC C T G GAT AAAG AC 
ss. DNA59606 1021 

CACTATACCCTGATTGATCAATCTCCAGTAGCAGCCATCTTGCCAAAAGAAGGTAAATTT 

************************************************************ 
P_AAS21469 1021 

CACTATACCCTGATTGATCAATCTCCAGTAGCAGCCATCTTGCCAAAAGAAGGTAAATTT 
SS.DNA59606 1081 

GAT GAAG T C T AT G AAGC AC T AAC T C AC G C T CAT C CT AAT CTTACTGTT T AC AAAAAAG AA 

***************** ******************************************* 
P_AAS21469 1081 * 

GAT GAAGT C TAT GAAG C AC TAAC TC ACG C T CAT CC T AAT C T T AC TGT T T AC AAAAAAG AA 
SS.DNA59606 1141 

GACGTTCCAGAAAGGTGGCATTACAAATACAACAGTCGAATTCAACCAATCATAGCAGTG 

************************************************************ 
P_AAS21469 1141 

GACGTTCCAGAAAGGTGGCATTACAAATACAACAGTCGAATTCAACCAATCATAGCAGTG 
SS.DNA59606 1201 

GCTGATGAAGGGTGGCACATTTTACAGAATAAGTCAGATGACTTTCTGTTAGGCAACCAC 

************************************************************ 
P_AAS214 69 1201 

G C T GAT GAAG G G T G G C AC AT T T T AC AG AAT AAG T C AG AT GAC TTTCTGTTAGG C AAC C AC 
ss . DNA5 9606 1261 

GGTTACGATAATGCGTTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTC 



P_AAS21469 1261 

GGTTACGATAATGCGTTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTC 
ss. DNA59606 1321 

AGAAAGAATTTCTCAAAAGAAGCCATGAACTCCACAGATTTGTACCCACTACTATGCCAC 
P_AAS21469 1321 

AG AAAG AAT T T C T C AAAAG AAG C CAT G AAC T C C AC AG AT T T G T AC CCACTACTATGC C AC 
SS.DNA59606 1381 

CTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGAATGTCCAGGATCTGCTC 

*************************************^ 
P_AAS21469 1381 

CTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGAATGTCCAGGATCTGCTC 
ss. DNA59606 1441 

AATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 

************************************^ 
P_AAS21469 1441 

AATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 
ss. DNA59606 1501 

GTTAAACCAGCAGAATATGACCAAGAGGGGTCATACCCTTATTTCATAGGGGTCTCTCTT 
P_AAS21469 1501 

GTTAAACCAGCAGAATATGACCAAGAGGGGTCATACCCTTATTTCATAGGGGTCTCTCTT 
SS.DNA59606 1561 

GGCAGCATTATAGTGATTGTATTTTTTGTAATTTTCATTAAGCATTTAATTCACAGTCAA 

*************************************^ 
P_AAS21469 1561 

GGC AGCAT T AT AG TGAT T G TAT T T T T T G T AAT T T TC AT T AAGC AT T T AAT T C AC AG T C AA 
ss. DNA59606 1621 

ATACCTGCCTTACAAGATATGCATGCTGAAATAGCTCAACCATTATTACAAGCCTAATGT 
P_AAS21469 1621 

ATACCTGCCTTACAAGATATGCATGCTGAAATAGCTCAACCATTATTACAAGCCTAATGT 
SS.DNA59606 1681 

TACTTTGAAGTGGATTTGCATATTGAAGTGGAGATTCCATAATTATGTCAGTGTTTAAAG 

************************************^^ 
P_AAS21469 1681 

TACTTTGAAGTGGATTTGCATATTGAAGTGGAGATTCCATAATTATGTCAGTGTTTAAAG 
SS.DNA59606 1741 

GTTTCAAATTCTGGGAAACCAGTTCCAAACATCTGCAGAAACCATTAAGCAGTTACATAT 

**********************************^ 
P_AAS21469 1741 

GTTTCAAATTCTGGGAAACCAGTTCCAAACATCTGCAGAAACCATTAAGCAGTTACATAT 
ss.DNA59606 1801 



TTAGGTATACACACACACACACACACACACATACACACACACGGACCAAAATACTTACAC 

************************************************************ 
P_AAS21469 1801 

T TAGGTAT ACACACACACACACACACACACATACACACACACGGACCAAAAT AC T TACAC 
ss. DNA59606 1861 

CTGCAAAGGAATAAAGATGTGAGAGTATGTCTCCATTGTTCACTGTAGCATAGGGATAGA 

************************************************************ 
P_AAS2.14 69 1861 

CTGCAAAGGAATAAAGATGTGAGAGTATGTCTCCATTGTTCACTGTAGCATAGGGATAGA 
ss. DNA59606 1921 

TAAGATCCTGCTTTATTTGGACTTGGCGCAGATAATGTATATATTTAGCAACTTTGCACT 

************************************************************ 
P_AAS21469 1921 

TAAGATCCTGCTTTATTTGGACTTGGCGCAGATAATGTATATATTTAGCAACTTTGCACT 
ss. DNA59606 1981 

ATGTAAAGTACCTTATATATTGCACTTTAAATTTCTCTCCTGATGGGTACTTTAATTTGA 

************************************************************ 
P_AAS21469 1981 

ATGTAAAGTACCTTATATATTGCACTTTAAATTTCTCTCCTGATGGGTACTTTAATTTGA 
SS.DNA59606 2041 

AAT G C AC T T T AT G G AC AG T TAT G T C T T AT/VAC T T GAT T G AAAAT G AC AAC T T T T T G C AC C 

************************************************************ 
P_AAS21469 2041 

AATGCACTTTATGGACAGTTATGTCTTATAACTTGATTGAAAATGACAACTTTTTGCACC 
SS.DNA59606 2101 ( 

C ATG T C AC AGAAT AC T T G T TACGC AT TG T T C AAAC T G AAGGAAAT T T C T AAT AAT CC C GA 

************************************************************ 
P__AAS21469 2101 

CATGTCACAGAATACTTGTTACGCATTGTTCAAACTGAAGGAAATTTCTAATAATCCCGA 
SS.DNA59606 2161 

ATAATGAACATAGAAATCTATCTCCATAAATTGAGAGAAGAAGAAGGTGATAAGTGTTGA 

************************************************************ 
P_AAS21469 2161 

ATAAT G AAC AT AG AAATC T AT C T CCAT AAATT GAG AG AAG AAG AAGGT G AT AAGT GT T GA 
SS.DNA59606 2221 

AAAT T AAAT G T GAT AAC C T T T G AAC C T T G AAT T T T G GAG AT G T AT T C C C AAC AG C AG AAT 

******************************** *************************** + 
P_AAS21469 2221 

AAAT T AAAT G T GAT AAC C T T T G AACC T T GAAT TT T G GAG AT GT AT T CCC AAC AGC AG AAT 
ss. DNA59606 2281 

GCAACTGTGGGCATTTCTTGTCTTATTTCTTTCCAGAGAACGTGGTTTTCATTTATTTTT 

**************************** ******************************** 
P_AAS21469 2281 

GCAACTGTGGGCATTTCTTGTCTTATTTCTTTCCAGAGAACGTGGTTTTCATTTATTTTT 



ss. DNA59606 2341 

C C C T C AAAAG AGAG T C AAAT AC T G AC AGAT T C G T T C T AAAT AT AT T GTTTCTGT CAT AAA 

************************************************************ 
P_AAS21469 2341 

CCCTCAAAAGAGAGTCAAATACTGACAGATTCGTTCTAAATATATTGTTTCTGTCATAAA 
ss. DNA59606 2401 

ATT AT T G T GAT T TCC TG AT G AGT C AT AT T AC TGT GAT T T T C AT AAT AAT G AAG AC AC CAT 

************************************************************ 
P_AAS21469 2401 

AT TAT TGT GAT T T C C T GAT GAG T C AT AT T AC TGT GAT T T T CAT AAT AAT G AAG AC AC CAT 
ss. DNA59606 2461 

G AAT AT AC TTTTCTTC TAT AT AG T T C AG C AAT GG C C T G AAT AG AAG C AAC C AG G C AC CAT 

************************************************************ 
P_AAS21469 2461 

GAATATACTTTTCTTCTATATAGTTCAGCAATGGCCTGAATAGAAGCAACCAGGCACCAT 
SS.DNA59606 2521 

CTCAGCAATGTTTTCTCTTGTTTGTAATTATTTGCTCCTTTGAAAATTAAATCACTATTA 

************************************* 

P_AAS21469 2521 

CTCAGCAATGTTTTCTCTTGTTTGT7VATTATTTGCTCCTTTGAAAATTAAATCACTATTA 

SS.DNA59606 2581 ATTACATTAAAAATCAAATTGGATAAAAAAAAAAAAAAAAAAA 
******************************************* 

P_AAS214 69 2581 AT T ACAT T AAAAATCAAAT TGGATAAAAAAAAAAAAAAAAAAA 

>3 P_AAF44202 Human PRO1107 (UNQ550) nucleotide sequence SEQ ID NO: 284. 
{2623 bp) [1 seg] 

Score - 2623 (5200 bits), Expect - 0.0 

Identities = 2623/2623 (100%), at 1,1-2623,2623, Strand +/+ 
SS.DNA59606 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 

************************* *********************************** 
P_AAF4 4 202 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 
SS.DNA59606 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 

************************************************************ 
P_AAF44202 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 
ss. DNA59606 121 

T AC G G AC T G AAC GGATCGCTGC GAG G G T G G G AG AG AAAAT TAG G G G G AG AAAG G AC AG AG 

************************************************************ 
P_AAF44202 121 

TACGGACTGAACGGATCGCTGCGAGGGTGGGAGAGAAAATTAGGGGGAGAAAGGACAGAG 
SS.DNA59606 181 

AGAGCAACTACCATCCATAGCCAGATAGATTATCTTACACTGAACTGATCAAGTACTTTG 



P__AAF44202 181 

AGAGCAACTACCATCCATAGCCAGATAGATTATCTTACACTGAACTGATCAAGTACTTTG 
ss. DNA59606 241 

AAAATGACTTCGAAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 

************************************************************ 
P_AAF44202 241 

AAAATGACTTCGAAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 
ss. DNA59606 301 

ACCTTTTCTCTCCAACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGT 

************************************************************ 
P_AAF44202 301 

ACCTTTTCTCTCCAACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGT 
ss. DNA59606 361 

TGGGATTACTTATAT7VAAGTTCCAACGCCCCATTTTCATTATATTATGAAATATGGTGTT 

************************************************************ 
P_AAF44202 361 

TGGGATTACTTATATAAAGTTCCAACGCCCCATTTTCATTATATTATGAAATATGGTGTT 
ss. DNA59606 421 

CACGTGAAGCAAGTTACTAATGTTTTTATTACAAAAACCTACCCTAACCATTATACTTTG 

*********************************** 

P_AAF44202 421 

CACGTGAAGCAAGTTACTAATGTTTTTATTACAAAAACCTACCCTAACCATTATACTTTG 
SS.DNA59606 481 

GTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGATATGTTTGATCCTATT 

************************************************************ 
P_AAF44202 481 

GTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGATATGTTTGATCCTATT 
ss.DNA59606 541 

CGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 

************************************************************ 
P_AAF44202 541 

CGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 
SS.DNA59606 601 

G CGACAC C AAT AT G GAT CAC AAAC C AG AG G G CAG GAC AT AC T AG T G G T G C AG CCATGTGG 

********************** ************************************** 
P_AAF4 4 2 02 601 

G C GAC AC C AAT AT G GAT CAC AAAC CAG AG G G CAG GAC AT AC T AG TG G T G CAG C CAT G T G G 
SS.DNA59606 661 

CCCGGAACAGATGTAAAAATACATAAGCGCTTTCCTACTCATTACATGCCTTACAATGAG 

************************************************************ 
P_AAF44202 661 

CCCGGAACAGATGTAAAAATACATAAGCGCTTTCCTACTCATTACATGCCTTACAATGAG 



SS.DNA59606 721 

TCAGTTTCATTTGAAGATAGAGTTGCCAAAATTGTTGAATGGTTTACGTCAAAAGAGCCC 

************************************************************ 
P_AAF44202 721 

TCAGTTTCATTTGAAGATAGAGTTGCCAAAATTGTTGAATGGTTTACGTCAAAAGAGCCC 
ss.DNA59606 781 

ATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGCCACCATTTGGGACCT 

************************************************************ 
P__AAF44202 781 

ATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGCCACCATTTGGGACCT 
SS.DNA59606 841 

GACAGTCCGCTCATGGGGCCTGTCATTTCAGATATTGACAAGAAGTTAGGATATCTCATA 

*********************************** 
P_AAF4 4 202 8 41 

GACAGTCCGCTCATGGGGCCTGTCATTTCAGATATTGACAAGAAGTTAGGATATCTCATA 
SS.DNA59606 901 

C AAAT G C T G AAAAAG G C AAAG T T G T G G AAC AC T C T G AAC C T AAT C AT C AC AAG T GAT CAT 

************************************************************ 
P_AAF44202 901 

C AAAT G C T G AAAAAG G C AAAG T T G T G G AAC AC T C T G AAC C T AAT CAT C AC AAG T G AT CAT 
ss. DNA59606 961 

GGAATGACGCAGTGCTCTGAGGAAAGGTTAATAGAACTTGACCAGTACCTGGATAAAGAC 

************************************************************ 
P_AAF44202 961 

GGAATGACGCAGTGCTCTGAGGAAAGGTTAATAGAACTTGACCAGTACCTGGATAAAGAC 
SS.DNA59606 1021 

CACTATACCCTGATTGATCAATCTCCAGTAGCAGCCATCTTGCCAAAAGAAGGTAAATTT 

************************************************************ 
P_AAF44202 1021 

CACTATACCCTGATTGATCAATCTCCAGTAGCAGCCATCTTGCCAAAAGAAGGTAAATTT 
ss.DNA59606 1081 

GATGAAGTCTATGAAGCACTAACTCACGCTCATCCTAATCTTACTGTTTACAAAAAAGAA 

************************************************************ 
P_AAF44202 1081 

GATGAAGTCTATGAAGCACTAACTCACGCTCATCCTAATCTTACTGTTTACAAAAAAGAA 
ss. DNA59606 1141 

GACGTTCCAGAAAGGTGGCATTACAAATACAACAGTCGAATTCAACCAATCATAGCAGTG 

************************************************************ 
P_AAF44202 1141 

G AC G T TC C AGAAAG G T G G CAT T AC AAAT AC AAC AG T C G AAT T C AAC C AAT CAT AG C AG T G 
SS.DNA59606 1201 

GCTGATGAAGGGTGGCACATTTTACAGAATAAGT.CAGATGACTTTCTGTTAGGCAACCAC 

************************************************************ 
P AAF44202 1201 



G C T G AT G AAG G G T G G C AC AT T T T AC AG AAT AAG T C AG AT G AC TTTCTGTTAGG C AAC C AC 



SS.DNA59606 1261 

GGTTACGATAATGCGTTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTC 

************************************************************ 
P_AAF44202 1261 

GGTTACGATAATGCGTTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTC 
SS.DNA59606 1321 

AGAAAGAATTTCTCAAAAGAAGCCATGAACTCCACAGATTTGTACCCACTACTATGCCAC 

************************************************************ 
P_AAF4 42 02 1321 

AG AAAG AAT T T C T C AAAAG AAG C C AT G AAC T C C AC AG AT T T G T AC C C AC T AC TAT G C C AC 
ss. DNA59606 1381 

CTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGAATGTCCAGGATCTGCTC 

************************************************************ 
P__AAF4 4 202 1381 

CTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGTVATGTCCAGGATCTGCTC 
SS.DNA59606 1441 

AATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 

************************************************************ 
P_AAF44202 1441 

AATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 
SS.DNA59606 1501 

GTTAAACCAGCAGAATATGACCAAGAGGGGTCATACCCTTATTTCATAGGGGTCTCTCTT 

************************************************************ 
P_AAF44202 1501 , 

GTTAAACCAGCAGAATATGACCAAGAGGGGTCATACCCTTATTTCATAGGGGTCTCTCTT 
ss. DNA59606 1561 

GGCAGCATTATAGTGATTGTATTTTTTGTAATTTTCATTAAGCATTTAATTCACAGTCAA 

************************************************************ 
P_AAF44202 1561 

GGCAGCATTATAGTGATTGTATTTTTTGTAATTTTCATTAAGCATTTAATTCACAGTCAA 
SS.DNA59606 1621 

ATACCTGCCTTACAAGATATGCATGCTGAAATAGCTCAACCATTATTACAAGCCTAATGT 

************************************************************ 
P_AAF44202 1621 

ATACCTGCCTTACAAGATATGCATGCTGAAATAGCTCAACCATTATTACAAGCCTAATGT 
SS.DNA59606 1681 

TACTTTGAAGTGGATTTGCATATTGAAGTGGAGATTCCATAATTATGTCAGTGTTTAAAG 

*****************.******************************************* 
P_AAF4 4 202 1681 

TACTTTGAAGTGGATTTGCATATTGAAGTGGAGATTCCATAATTATGTCAGTGTTTAAAG 
SS.DNA59606 1741 

GTTTCAAATTCTGGGAAACCAGTTCCAAACATCTGCAGAAACCATTAAGCAGTTACATAT 



P_AAF44202 1741 

G T T T C AAAT T C TGG GAAACC AG T T C C AAAC AT C T GC AG AAAC CAT T AAGC AG T T AC AT AT 
ss. DNA59606 1801 

T TAGG T AT AC AC ACACAC AC AC AC AC AC AC AT AC AC AC AC AC GG ACC AAAAT AC T T AC AC 

************************************************************ 
P_AAF44202 1801 

TTAGGTATACACACACACACACACACACACATACACACACACGGACC7\AAATACTTACAC 
ss. DNA59606 1861 

CTGCAAAGGAATAAAGATGTGAGAGTATGTCTCCATTGTTCACTGTAGCATAGGGATAGA 

************************************************************ 
P_AAF44202 1861 

C T G CAAAG G AAT AAAG AT G T GAG AG T AT G T C T C CAT T G T T C AC T G T AGC AT AG G GAT AGA 
SS.DNA59606 1921 

TAAGATCCTGCTTTATTTGGACTTGGCGCAGATAATGTATATATTTAGCAACTTTGCACT 

************************************************************ 
P_AAF44202 1921 

TAAGATCCTGCTTTATTTGGACTTGGCGCAGATAATGTATATATTTAGCAACTTTGCACT 
SS.DNA59606 1981 

ATGTAT^AGTACCTTATATATTGCACTTTAAATTTCTCTCCTGATGGGTACTTTAATTTGA 

************************************************************ 
P_AAF44202 1981 

ATGTAAAGTACCTTATATATTGCACTTTAAATTTCTCTCCTGATGGGTACTTTAATTTGA 
SS.DNA59606 2041 

AATGCACTTTATGGACAGTTATGTCTTATAACTTGATTGAAAATGACAACTTTTTGCACC 

************************************************************ 
P_AAF44202 2041 

AATGCACTTTATGGACAGTTATGTCTTATAACTTGATTGAAAATGACAACTTTTTGCACC 
ss.DNA59606 2101 

CATGTCACAGAATACTTGTTACGCATTGTTCAAACTGAAGGAAATTTCTAATAATCCCGA 

************************************************************ 
P_AAF44202 2101 

CATGTCACAGAATACTTGTTACGCATTGTTCAAACTGAAGGAAATTTCTAATAATCCCGA 
ss.DNA59606 2161 

AT AATG AAC AT AG AAAT C TAT C T CC AT AAAT T GAG AGAAGAAGAAGG T GAT AAG T GT T GA 

************************************************************ 
P_AAF44202 2161 

AT AAT G AAC AT AG AAAT C TAT C T C CAT AAAT T GAG AG AAG AAG AAG G T GAT AAG T G T TG A 
SS.DNA59606 2221 

AAAT T AAA T G T GAT AAC C T T T G AAC C T T G AAT T T T G G AG AT G TAT T C C C AAC AG C AG AAT 

************************************************************ 
P_AAF44202 2221 

AAAT T AAA T G T GAT AAC C T T T G AAC C T T G AAT T T T GG AG A T G T A T T C C C AAC AG C AG AAT 



SS.DNA59606 2281 



GCAACTGTGGGCATTTCTTGTCTTATTTCTTTCCAGAG/^ACGTGGTTTTCATTTATTTTT { 

************************************************************ 

P__AAF44202 2281 ^ 

GCAACTGTGGGCATTTCTTGTCTTATTTCTTTCCAGAGAACGTGGTTTTCATTTATTTTT E5 

ss. DNA59606 2341 * (A 

C C C T CAAAAGAG AG T C AAAT AC T GAC AG AT T C G T T C T AAAT AT AT TGTTTCTGT CAT AAA i-V 



**************************************** 
P_AAF44202 2341 - 

C C C T CAAAAGAG AG T C AAAT AC T GAC AG AT T C G T T C T AAAT AT AT T G T T T C T GT C AT AAA 
ss.DNA59606 2401 

ATTATTGTGATTTCCTGATGAGTCATATTACTGTGATTTTCATAATAATGAAGACACCAT 

************************************************************ 
P_AAF44202 2401 

AT T AT TG T GAT T T C C T G ATG AGT C AT AT T AC T G T GAT T T T C AT AAT AATG AAGAC ACC AT 
SS.DNA59606 2461 

GAATATACTTTTCTTCTATATAGTTCAGCAATGGCCTGAATAGAAGCAACCAGGCACCAT 

************************************************************ 
P_AAF44202 2461 

G AAT AT AC TTTTCTTC TAT AT AG T T C AG C AAT GGCCH G AAT AGAAG C AAC C AG GC AC CAT 
SS.DNA59606 2521 

CTCAGCAATGTTTTCTCTTGTTTGTAATTATTTGCTCCTTTGAAAATTAAATCACTATTA 

************************************************************ 
P_AAF44202 2521 

CTCAGCAATGTTTTCTCTTGTTTGT7VATTATTTGCTCCTTTGAAAATTAAATCACTATTA 

SS.DNA59606 2581 ATTACATTAAAAATCAAATTGGATAAAAAAAAAAAAAAAAAAA 
******************************************* 

P_AAF44202 2581 AT T ACAT T AAAAAT CAAAT TGGAT AAAAAAAAAAAAAAAAAAA 

>4 P_AAC58382 Human PRO1107 nucleotide sequence SEQ ID NO: 43. (2623 bp) 
[1 seg] 

Score = 2623 (5200 bits), Expect =0.0 

Identities - 2623/2623 (100%), at 1,1-2623,2623, Strand +/+ 
SS.DNA59606 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 

************************************************************ 
P_AAC58382 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 
ss. DNA59606 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 

************************************************************ 
P_AAC58382 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 
SS.DNA59606 121 

TACGGACTGAACGGATCGCTGCGAGGGTGGGAGAGAAAATTAGGGGGAGAAAGGACAGAG 



1 



************************************************************ 



P_AAC58382 121 

T AC G GAC T GAAC GGATCGCTGC GAG G G T G G G AG AG AAAAT T AG G G G G AG AAAG G AC AG AG 
SS.DNA59606 181 

AGAGCAACTACCATCCATAGCCAGATAGATTATCTTACACTGAACTGATCAAGTACTTTG 

********************************** 
P_AAC58382 181 

AGAGCAACTACCATCCATAGCCAGATAGATTATCTTACACTGAACTGATCAAGTACTTTG 
ss.DNA59606 241 

AAAATGACTTCGAAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 

************************************************************ 
P_AAC58382 241 

AAAATGACTTCGAAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 
ss.DNA59606 301 

ACCTTTTCTCTCCAACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGT 

************************************************************ 
P_AAC58382 301 

ACCTTTTCTCTCCAACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGT 
ss. DNA59606 361 

TGGGATTACTTATATAAAGTTCCAACGCCCCATTTTCATTATATTATGAAATATGGTGTT 

************************************************************ 
P__AAC58382 361 

TGGGATTACTTATATAAAGTTCCAACGCCCCATTTTCATTATATTATGAAATATGGTGTT 
SS.DNA59606 421 

CACGTGAAGCAAGTTACTAATGTTTTTATTACAAAAACCTACCCTAACCATTATACTTTG 

************************************************************ 
P_AAC58382 421 

CACGTGAAGCAAGTTACTAATGTTTTTATTACAAAAACCTACCCTAACCATTATACTTTG 
ss.DNA59606 481 

GTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGATATGTTTGATCCTATT 

************************************************************ 
P_AAC58382 481 

GTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGATATGTTTGATCCTATT 
SS.DNA59606 541 

CGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 

************************************************************ 
P_AAC58382 541 

CGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 
SS.DNA59606 601 

GCGACACCAAT&TGGATCACAAACCAGAGGGCAGGACATACTAGTGGTGCAGCCATGTGG 

************************************************************ 
P_AAC58382 601 

GC GAC AC C AAT AT G GAT C ACAAAC C AGAGG G C AG GAC AT AC TAG T GG T G CAGC CAT G T G G 
SS..DNA59606 661 

CCCGGAACAGATGTAAAAATACATAAGCGCTTTCCTACTCATTACATGCCTTACAATGAG 



P_AAC58382 661 

CCCGGAACAGATGTAAAAATACATAAGCGCTTTCCTACTCATTACATGCCTTACAATGAG 
SS.DNA59606 721 

TCAGTTTCATTTGAAGATAGAGTTGCCAAAATTGTTGAATGGTTTACGTCAAAAGAGCCC 
P_AAC58382 721 

TCAGTTTCATTTGAAGATAGAGTTGCCAAAATTGTTGAATGGTTTACGTCAAAAGAGCCC 
ss. DNA59606 781 

ATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGCCACCATTTGGGACCT 

********************************^ 
P_AAC58382 781 

ATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGCCACCATTTGGGACCT 
SS.DNA59606 841 

GACAGTCCGCTCATGGGGCCTGTCATTTCAGATATTGACAAGAAGTTAGGATATCTCATA 
P_AAC58382 841 

GACAGTCCGCTCATGGGGCCTGTCATTTCAGATATTGACAAGAAGTTAGGATATCTCATA 
SS.DNA59606 901 

C AAAT G C T G AAAAAG GC AAAG T T G T G G AAC AC T C T G AAC C T AAT C AT C AC AAG T GAT CAT 

***********************************^ 
P_AAC58382 901 

CAAATGCTGAAAAAGGCAAAGTTGTGGAACACTCTGAACCTAATCATCACAAGTGATCAT 
ss. DNA59606 961 

G GAAT GAC G C AGT G C T C T GAG G AAAG G T T AAT AGAAC T T GAC C AG T AC C T G G AT AAAGAC 
P_AAC58382 961 

G GAAT GACGCAGTGCTCTGAGGAAAGGTT AAT AGAAC TTGACCAGTACCTGGAT AAAGAC 
ss. DNA59606 1021 

CACTATACCCTGATTGATCAATCTCCAGTAGCAGCCATCTTGCCAAAAGAAGGTAAATTT 
P_AAC58382 1021 

CACTATACCCTGATTGATCAATCTCCAGTAGCAGCCATCTTGCCAAAAGAAGGTAAATTT 
ss. DNA59606 1081 

GAT G AAG T C T AT G AAG C AC T AAC T C AC G C T C A T C C T AAT C T T AC T G T T T AC AAAAAAG AA 
P_AAC58382 1081 

GATGAAGTCTATGAAGCACTAACTCACGCTCATCCTAATCTTACTGTTTACAAAAAAGAA 
ss.DNA59606 1141 

GACGTTCCAGAAAGGTGGCATTACAAATACAACAGTCGAATTCAACCAATCATAGCAGTG 

************************* 
P_AAC58382 1141 

GACG'TTCCAGAAAGGTGGCATTACAAATACAACAGTCGAATTCAACCAATCATAGCAGTG 



SS.DNA59606 1201 

G C T GATGAAGG G T G G C AC AT T T T AC AG AAT AAGT C AGAT GAC T T T C T G T TAG G C AAC C AC 

************************************************************ 
P_AAC58382 1201 

G C T GATGAAG G G T G G C AC AT T T T AC AG AAT AAG T C AG AT GAC T T T C T G T TAG G C AAC C AC 
SS.DNA59606 1261 

GGTTACGATAATGCGTTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTC 

************************************************************ 
P_AAC58382 1261 

GGTTACGATAATGCGTTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTC 
SS.DNA59606 1321 

AG AAAG AAT T T C T C AAAAG AAG C CAT G AAC T C C AC AGAT T T G T AC C C AC T AC TAT GC C AC 

************************************************************ 
P_AAC58382 1321 

AG AAAGAAT T TC T C AAAAG AAG C CAT GAAC T C C AC AGAT T T G T AC C C AC T AC T AT G C C AC 
ss. DNA59606 1381 

CTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGAATGTCCAGGATCTGCTC 

************************************************************ 
P_AAC58382 1381 

CTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGAATGTCCAGGATCTGCTC 
ss.DNA59606 1441 

AATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 

************************************************************ 
P_AAC58382 1441 

AATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 
SS.DNA59606 1501 

G T T AAAC C AGCAGAAT ATG AC CAAG AGG G G T CAT AC C C T T AT T T CAT AG GGGTCTCTCTT 

*********************************** 
P_AAC58382 1501 

GTTAAACCAGCAGAATATGACCAAGAGGGGTCATACCCTTATTTCATAGGGGTCTCTCTT 
SS.DNA59606 1561' 

GGC AGC AT T AT AGT G AT TGT AT T T T T T G T AAT T T TC AT T AAGCAT T T AAT T C AC AG T C AA 

************************************************************ 
P_AAC58382 1561 

GGCAGCATTATAGTGATTGTATTTTTTGTAATTTTCATTAAGCATTTAATTCACAGTCAA 
SS.DNA59606 1621 

ATACCTGCCTTACT^AGATATGCATGCTGAAATAGCTCAACCATTATTACAAGCCTAATGT 

************************************************************ 
P_AAC58382 1621 

ATACCTGCCTTACAAGATATGCATGCTGAAATAGCTCAACCATTATTACAAGCCTAATGT 
SS.DNA59606 1681 

TACTTTGAAGTGGATTTGCATATTGAAGTGGAGATTCCATAATTATGTCAGTGTTTAAAG 

************************************************************ 
P AAC58382 1681 



T AC T T T GAAG T GGAT T T G C AT AT TG AAG T GGAG AT T CC AT AAT T AT GT C AG T GT T T AAAG 
SS.DNA59606 1741 

GTTTCAAATTCTGGGAAACCAGTTCCAAACATCTGCAGT^AACCATTAAGCAGTTACATAT 

************************************************************ 
P_AAC58382 1741 

GTTTCAAATTCTGGGAAACCAGTTCCAAACATCTGCAGAAACCATTAAGCAGTTACATAT 
ss.DNA59606 1801 

TTAGGTATACACACACACACACACACACACATACACACACACGGACCAAAATACTTACAC 

************************************************************ 
P_AAC58382 1801 

TTAGGTATACACACACACACACACACACACATACACACACACGGACCAAAATACTTACAC 
ss. DNA59606 1861 

CTGCAAAGGAATAAAGATGTGAGAGTATGTCTCCATTGTTCACTGTAGCATAGGGATAGA 
P_AAC58382 1861 

CTGCAAAGGAATAAAGATGTGAGAGTATGTCTCCATTGTTCACTGTAGCATAGGGATAGA 
SS.DNA59606 1921 

TAAGATCCTGCTTTATTTGGACTTGGCGCAGATAATGTATATATTTAGCAACTTTGCACT 

********************************** 
P_AAC58382 1921 

TAAGATCCTGCTTTATTTGGACTTGGCGCAGATAATGTATATATTTAGCAACTTTGCACT 
ss. DNA59606 1981 

ATGTAAAGTACCTTATATATTGCACTTTAAATTTCTCTCCTGATGGGTACTTTAATTTGA 

************************************************************ 
P_AAC58382 1981 

ATGTAAAGTACCTTATATATTGCACTTTAAATTTCTCTCCTGATGGGTACTTTAATTTGA 
ss. DNA59606 2041 

AATGCACTTTATGGACAGTTATGTCTTATAACTTGATTGAAAATGACAACTTTTTGCACC 

************************************************************ 
P_AAC58382 2041 

AATGCACTTTATGGACAGTTATGTCTTATAACTTGATTGAAAATGACAACTTTTTGCACC 
ss.DNA59.606 2101 

CATGTCACAGAATACTTGTTACGCATTGTTCAAACTGAAGGAAATTTCTAATAATCCCGA 

************************************************************ 
P_AAC58382 2101 

CAT G T C AC AG AAT AC T T G T T AC G CAT T G T T C AAAC T G AAG G AAAT T T C T AAT AAT C C C G A 
SS.DNA59606 2161 

ATAATGAACATAGAAATCTATCTCCATAAATTGAGAGAAGAAGAAGGTGATAAGTGTTGA 

********,**************************************************** 
P_AAC58382 2161 

ATAATGAACATAGAAATCTATCTCCATAAATTGAGAGAAGAAGAAGGTGATAAGTGTTGA 
ss.DNA59606 2221 

AAATTAAATGTGATAACCTTTGAACCTTGAATTTTGGAGATGTATTCCCAACAGCAGAAT 



************************************************************ pv^ 
P_AAC58382 2221 \ 
AAATTAAATGTGATAACCTTTGAACCTTGAATTTTGGAGATGTATTCCCAACAGCAGAAT 



ss.DNA59606 2281 

GCAACTGTGGGCATTTCTTGTCTTATTTCTTTCCAGAGAACGTGGTTTTCATTTATTTTT 

************************************************************ 
P_AAC58382 2281 

GCAACTGTGGGCATTTCTTGTCTTATTTCTTTCCAGAGAACGTGGTTTTCATTTATTTTT 
ss.DNA59606 2341 

CCCTCAAAAGAGAGTCAAATACTGACAGATTCGTTCTAAATATATTGTTTCTGTCATAAA 

************************************************************ 
P_AAC58382 2341 

CCCTCAAAAGAGAGTCAAATACTGACAGATTCGTTCTA7\ATATATTGTTTCTGTCATAAA 
SS.DNA59606 2401 

AT TAT T GT GAT T T C C T GAT GAGT C AT AT T AC T G T GAT T T TC AT AAT AATGAAGAC ACC AT 

************************************************************ 
P_AAC58382 2401 

ATTATTGTGATTTCCTGATGAGTCATATTACTGTGATTTTCATAATAATGAAGACACCAT 
ss. DNA59606 2461 

GAATATACTTTTCTTCTATATAGTTCAGCAATGGCCTGAATAGAAGCAACCAGGCACCAT 

************************************************************ 
P_AAC58382 2461 

GAATATACTTTTCTTCTATATAGTTCAGCAATGGCCTGAATAGAAGCAACCAGGCACCAT 
ss.DNA59606 2521 

CTCAGCAATGTTTTCTCTTGTTTGTAATTATTTGCTCCTTTGAAAATTAAATCACTATTA 

************************************************************ 
P_AAC58382 2521 

CTCAGCAATGTTTTCTCTTGTTTGTAATTATTTGCTCCTTTGAAAATTTU^ATCACTATTA 

SS.DNA5 9606 2 581 AT T AC AT T AAAAAT C AAAT T G GAT AAAAAAAAAAAAAAAAAAA 
******************************************* 

P_AAC58382 2581 AT T AC ATT AAAAAT C AAAT TGG AT AAAAAAAAAAAAAAAAAAA 

>5 P_AAD127 62 Human phosphodiesterase-1 (HPDE-1) cDNA. cDNA, PAT 16- 

OCT-2001 (2530 bp) [3 segs] 
Score - 2314 (4587 bits), Expect = 0.0 [P_AAD12762, seg 1/3] 
Identities = 2350/2361 (99%), Gaps = 2/2361 (0%), at 208,162-2568,2520, 

Strand + / + 

ss. DNA59606 208 

G AT T AT C T T AC AC T GAAC T GAT CAAGT AC T T T GAAAAT G AC T TC G AAAT T T AT C T T G G T G 

************************************************************ 
P_AAD12762 162 

GAT T AT CT TACAC TGAAC T GAT CAAGT AC TTT GAAAAT GACTTCGAAATTT AT CTTGGTG 
SS.DNA59606 268 

TCCTTCATACTTGCTGCACTGAGTCTTTCAACCACCTTTTCTCTCCAACTAGACCAGCAA 

************************************************* 

********** 

P AAD12762 222 



I 



TCCTTCATACTTGCTGCACTGAGTCTTTCAACCACCTTTTCTCTCCAACCAGACCAGCAA 
SS.DNA59606 328 

AAGGTTCTACTAGTTTCTTTTGATGGATTCCGTTGGGATTACTTATATAAAGTTCCAACG 
P__AAD12762 282 

AAGGTTCTACTAGTTTCTTTTGATGGATTCCGTTGGGATTACTTATATAAAGTTCCAACG 
ss.DNA59606 388 

CCCCATTTTCATTATATTATGAAATATGGTGTTCACGTGAAGCAAGTTACTAATGTTTTT 
P_AAD127 62 34 2 

CCCCATTTTCATTATATTATGAAATATGGTGTTCACGTGAAGC7^AGTTACTAATGTTTTT 
SS.DNA59606 448 

ATTACAAAAACCTACCCTAACCATTATACTTTGGTAACTGGCCTCTTTGCAGAGAATCAT 
P_AAD12762 402 

ATTACAAAAACCTACCCTAACCATTATACTTTGGTAACTGGCCTCTTTGCAGAGAATCAT 
ss.DNA59606 508 

GGGATTGTTGCAAATGATATGTTTGATCCTATTCGGAACAAATCTTTCTCCTTGGATCAC 
P_AAD12762 462 

GGGATTGTTGCAAATGATATGTTTGATCCTATTCGGAAC7VAATCTTTCTCCTTGGATCAC 
SS.DNA59606 568 

ATGAATATTTATGATTCCAAGTTTTGGGAAGAAGCGACACCAATATGGATCAC7l?^ACCAG 
P_AAD12762 522 . 

ATGAATATTTATGATTCCAAGTTTTGGGAAGAAGCGACACCAATATGGATCACAAACCAG 
SS.DNA59606 628 

AGGGCAGGACATACTAGTGGTGCAGCCATGTGGCCCGGAACAGATGTAAAAATACATAAG 
P_AAD12762 582 

AGGGCAGGACATACTAGTGGTGCAGCCATGTGGCCCGGAACAGATGTAAAAATACATAAG 
ss. DNA59606 688 

CGCTTTCCTACTCATTACATGCCTTACAATGAGTCAGTTTCATTTGAAGATAGAGTTGCC 
P_AAD12762 642 

CGCTTTCCTACTCATTACATGCCTTACAATGAGTCAGTTTCATTTGAAGATAGAGTTGCC 
SS.DNA59606 748 

AAAATTGTTGAATGGTTTACGTCAAAAGAGCCCATAAATCTTGGTCTTCTCTATTGGGAA 
* * * * * * 

P_AAD12762 702 

AAAATTATTGAATGGTTTACGTCAAAAGAGCCCATAAATCTTGGTCTTCTCTATTGGGAA 
ss.DNA59606 808 

GACCCTGATGACATGGGCCACCATTTGGGACCTGACAGTCCGCTCATGGGGCCTGTCATT 



P_AAD12 7 62 7 62 

GACCCTGATGACATGGGCCACCATTTGGGACCTGACAGTCCGCTCATGGGGCCTGTCATT 
ss. DNA59606 868 

TCAGATATTGACAAGAAGTTAGGATATCTCATACAAATGCTGAAAAAGGCAAAGTTGTGG 

************************************************************ 
P_AAD12762 822 

TCAGATATTGACAAGAAGTTAGGATATCTCATACAAATGCTGAAAAAGGCAAAGTTGTGG 
SS.DNA59606 928 

AACACTCTGAACCTAATCATCACAAGTGATCATGGAATGACGCAGTGCTCTGAGGAAAGG 

************************************************************ 
P_AAD12762 882 

AACAC T C T GAAC C T AATC AT C AC AAG T GAT CAT G G AAT GAC G C AGT G C T C TG AGG AAAG G 
ss.DNA59606 988 

TTAATAGAACTTGACCAGTACCTGGATAAAGACCACTATACCCTGATTGATCAATCTCCA 

************************************************************ 

P_AAD12762 942 

TTAATAGAACTTGACCAGTACCTGGATAAAGACCACTATACCCTGATTGATCAATCTCCA 
SS.DNA59606 1048 

GTAGCAGCCATCTTGCCAAAAGAAGGTAAATTTGATGAAGTCTATGAAGCACTAACTCAC 

************************************************************ 
P_AAD12762 1002 

GTAGCAGCCATCTTGCCAAAAGAAGGTAAATTTGATGAAGTCTATGAAGCACTAACTCAC 
SS.DNA59606 1108' 

GCTCATCCTAATCTTACTGTTTACAAAAAAGAAGACGTTCCAGAAAGGTGGCATTAC7\AA 

************************************** 
P_AAD12762 1062 

G C T CAT C C T AA T C T T AC T G T T T AC AAAAAAG AAG AC G T T C C AG AAAGG T G GC A T T AC AAA 
ss. DNA59606 1168 

T AC AAC AG T C G AAT T C AAC C AAT CAT AG C AG T G G C T GAT G AAG G G T G G C AC AT T T T AC AG 

************************************************************ 
P_AAD12762 1122 

TACAACAGTCGAATTCAACCAATCATAGCAGTGGCTGATGAAGGGTGGCACATTTTACAG 
SS.DNA59606 1228 

AATAAGTCAGATGACTTTCTGTTAGGCAACCACGGTTACGATAATGCGTTAGCAGATATG 

************************************************************ 
P_AAD12762 1182 

AATAAGTCAGATGACTTTCTGTTAGGCAACCACGGTTACGATAATGCGTTAGCAGATATG 
SS.DNA59606 1288 

CATCCAATATTTTTAGCCCATGGTCCTGCCTTCAGAAAGAATTTCTCAAAAGAAGCCATG 

************************************************************ 
P_AAD12762 1242 

CATCCAATATTTTTAGCCCATGGTCCTGCCTTCAGAAAGAATTTCTCAA7VAGAAGCCATG 
SS.DNA59606 1348 



( 



AACTCCACAGATTTGTACCCACTACTATGCCACCTCCTCAATATCACTGCCATGCCACAC 

********************************************* 

************ 

P AAD12762 1302 

AACTCCACAGATTTGTACCCACTACTATGCCACCTCCTCAATATCACCGCCATGCCACAC 
SS.DNA59606 1408 

AATGGATCATTCTGGAATGTCCAGGATCTGCTCAATTCAGCAATGCCAAGGGTGGTCCCT 

************************************************************ 
P AAD12762 1362 

AATGGATCATTCTGGAATGTCCAGGATCTGCTCAATTCAGCAATGCCAAGGGTGGTCCCT 
ss. DNA59606 1468 

TATACACAGAGTACTATACTCCTCCCTGGTAGTGTTAAACCAGCAGAATATGACCAAGAG 

************************************************************ 
P_AAD12762 1422 

TATACACAGAGTACTATACTCCTCCCTGGTAGTGTTAAACCAGCAGAATATGACCAAGAG 
ss. DNA59606 1528 

GGGTCATACCCTTATTTCATAGGGGTCTCTCTTGGCAGCATTATAGTGATTGTATTTTTT 

************************************************************ 
P AAD12762 1482 

GGGTCATACCCTTATTTCATAGGGGTCTCTCTTGGCAGCATTATAGTGATTGTATTTTTT 
SS.DNA59606 1588 

GTAATTTTCATTAAGCATTTAATTCACAGTCAAATACCTGCCTTACAAGATATGCATGCT 

************************************************************ 
P_AAD12762 1542 

GTAATTTTCATTAAGCATTTAATTCACAGTC7VAATACCTGCCTTACAAGATATGCATGCT 
ss. DNA59606 1648 

GAAATAGCTCAACCATTATTACAAGCCTAATGTTACTTTGAAGTGGATTTGCATATTGAA 

************************************************************ 
P_AAD12762 1602 

GAAATAGCTCAACCATTATTACAAGCCTAATGTTACTTTGAAGTGGATTTGCATATTGAA 
SS.DNA59606 1708 

GTGGAGATTCCATAATTATGTCAGTGTTTAAAGGTTTC71AATTCTGGGAAACCAGTTCCA 

************************************************************ 
P_AAD12762 1662 

GTGGAGATTCCATAATTATGTCAGTGTTTAAAGGTTTCAAATTCTGGG7U\ACCAGTTCCA 
SS.DNA59606 1768 

T^ACATCTGCAGAAACCATTAAGCAGTTACATATTTAGGTATACACACACACACACACACA 

***** *********************************** 

***************** 

P_AAD127 62 1722 AACATTTGCAGAAACCATTAAGCAGTTACATATTTAGGTAT-- 
ACACACACACACACACA 

SS.DNA59606 1828 

CACATACACACACACGGACCAAAATACTTACACCTGCAAAGGAATAAAGATGTGAGAGTA 

************************************************************ 
P_AAD12762 1780 

CACATACACACACACGGACCAAAATACTTACACCTGCAAAGGAATAAAGATGTGAGAGTA 



ss.DNA59606 1888 

TGTCTCCATTGTTCACTGTAGCATAGGGATAGATAAGATCCTGCTTTATTTGGACTTGGC 

************************************************************ 
P_AAD12762 1840 

TGTCTCCATTGTTCACTGTAGCATAGGGATAGATAAGATCCTGCTTTATTTGGACTTGGC 
ss. DNA59606 1948 

GCAGATAATGTATATATTTAGCAACTTTGCACTATGTAAAGTACCTTATATATTGCACTT 

******************************************* 

********** 
P_AAD12762 1900 

G CAGAT AAT GT AT AT AT T T AGC AAC T T T GC AC T ATGT AAAG T ACC T TAT G TAT T GC ACT T 
ss. DNA59606 2008 

TAAATTTCTCTCCTGATGGGTACTTTAATTTGAAATGCACTTTATGGACAGTTATGTCTT 

******************************************* 

************* 
P_AAD12762 1960 

TAAATTTCTCTCCTGATGGGTACTTTAATTTGAAATGCACTTTATGCACAGTTATGTCTT 
SS.DNA59606 2068 

AT AAC T T GAT T GAAAAT G AC AAC T T T T T G C AC C CAT G T C AC AGAAT AC T T G T T ACGC AT T 

************************************************************ 
P_AAD12762 2020 

ATAACTTGATTGAAAATGACAACTTTTTGCACCCATGTCACAGAATACTTGTTACGCATT 
SS.DNA59606 2128 

GTTCAAACTGAAGGAAATTTCTAATAATCCCGAATAATGAACATAG7VAATCTATCTCCAT 

****************************************** 

***************** 
P__AAD12762 2080 

GTTCAAACTGAAGGAAATTTCTAATAATCCCGAATAATGAACGTAGAAATCTATCTCCAT " 
SS.DNA59606 2188 

AAAT T G AGAG AAG AAGAAG G T G AT AAG T G T T GAAAAT T AAAT GT GAT AAC C T T T GAAC C T 

************************************************************ 
P_AAD12762 2140 

AAATTGAGAGAAGAAGAAGGTGATAAGTGTTGAAAATTAAATGTGATAACCTTTGAACCT 
ss. DNA59606 2248 

TGAATTTTGGAGATGTATTCCCAACAGCAGAATGCAACTGTGGGCATTTCTTGTCTTATT 

************************************************************ 
P_AAD12762 2200 

TGAATTTTGGAGATGTATTCCCAACAGCAGAATGCAACTGTGGGCATTTCTTGTCTTATT 
SS.DNA59606 2308 

TCTTTCCAGAGAACGTGGTTTTCATTTATTTTTCCCTCAAAAGAGAGTCAAATACTGACA 

************************************************************ 
P_AAD12762 2260 

TCTTTCCAGAGAACGTGGTTTTCATTTATTTTTCCCTCAAAAGAGAGTCAAATACTGACA 



SS.DNA59606 2368 

GATTCGTTCTAAATATATTGTTTCTGTCATAAAATTATTGTGATTTCCTGATGAGTCATA 



P_AAD12762 2320 

GATTCGTTCTAAATATATTGTTTCTGTCATAAAATTATTGTGATTTCCTGATGAGTCATA 
SS.DNA59606 2428 

TTACTGTGATTTTCATAATAATGAAGACACCATGAATATACTTTTCTTCTATATAGTTCA 

********************************************* 

************** 
P_AAD12762 2380 

T T AC T GT G AT T T T C AT AAT AAT GAAG AC AC CAT G AAT AT AC T T T T T T T C TAT AT AG T T C A 
SS.DNA59606 2488 

GCAATGGCCTGAATAGAAGCAACCAGGCACCATCTCAGCAATGTTTTCTCTTGTTTGTAA 

************************************************************ 
P_AAD12762 2440 

GCAATGGCCTGAATAGAAGCAACCAGGCACCATCTCAGCAATGTTTTCTCTTGTTTGTAA 

SS.DNA59606 254 8 TTATTTGCTCCTTTGAAAATT 
**************** **** 

P_AAD12762 2500 TTATTTGCTCCTTTGAGAATT 

Score = 146 (289 bits), Expect = 2e-75 [P_AAD12762, seg 2/3] 
Identities = 146/146 (100%), at 1,17-14 6,162, Strand +/+ 

SS.DNA59606 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 

******* *********************************** ****************** 
P_AAD12762 17 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 
ss. DNA59606 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 

************************************************************ 
P__AAD12762 77 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 

SS.DNA59606 121 TACGGACTGAACGGATCGCTGCGAGG 
************************** 

P AAD127 62 137 TACGGACTGAACGGATCGCTGCGAGG 



3 



>6 AX206904 Sequence 4 from Patent WO0155358. DNA, PAT 30-AUG-2001 
(2530 bp) [2 segs] 

Score - 2314 (4587 bits), Expect =0.0 [AX206904, seg 1/2] 
Identities = 2350/2361 (99%), Gaps = 2/2361 (0%), at 208,162-2568,2520, 
Strand +/+' 

ss. DNA59606 208 

GATTATCTTACACTGAlACTGATCAAGTACTTTGAAAATGACTTCGAAATTTATCTTGGTG 

************************************************************ 

AX206904 162 
GATTATCTTACACTGAACTGATCAAGTACTTTGAAAATGACTTCGAAATTTATCTTGGTG 

SS.DNA59606 268 

TCCTTCATACTTGCTGCACTGAGTCTTTCAACCACCTTTTCTCTCCAACTAGACCAGCAA 

************************************************* 

********** 
AX206904 222 



TCCTTCATACTTGCTGCACTGAGTCTTTCAACCACCTTTTCTCTCCAACCAGACCAGCAA 
ss.DNA59606 328 

AAGGTTCTACTAGTTTCTTTTGATGGATTCCGTTGGGATTACTTATATAAAGTTCCAACG 

*************************************** 

AX206904 282 
AAGGTTCTACTAGTTTCTTTTGATGGATTCCGTTGGGATTACTTATATAAAGTTCCAACG 

SS.DNA59606 388 

C CCC AT T T T CAT TAT AT TAT G AAATAT GG T G T T C ACGT G AAGC AAG T T AC T AAT G T T T T T 

************************************************************ 

AX206904 342 
CCCCATTTTCATTATATTATGAAATATGGTGTTCACGTGAAGCAAGTTACTAATGTTTTT 

ss. DNA59606 448 

AT T AC AAAAAC C T AC C C T AAC CAT TAT AC T T T G G T AAC TGGCCTCTTTG C AG AG AAT CAT 

************************************************************ 

AX206904 402 
ATTACAAAAACCTACCCTAACCATTATACTTTGGTAACTGGCCTCTTTGCAGAGAATCAT 

SS.DNA59606 508 

GGGATTGTTGCAAATGATATGTTTGATCCTATTCGGAACAAATCTTTCTCCTTGGATCAC 

************************************************************ 

AX206904 462 
GGGATTGTTGCAAATGATATGTTTGATCCTATTCGGAACAAATCTTTCTCCTTGGATCAC 

SS.DNA59606 568 

ATGAATATTTATGATTCCAAGTTTTGGGAAGAAGCGACACCAATATGGATCACAAACCAG 

************************************************************ 

AX206904 522 
ATGAATATTTATGATTCCAAGTTTTGGGAAGAAGCGACACCAATATGGATCACAAACCAG 

SS.DNA59606 628 

AG G G C AG G AC AT AC TAG T G G T G C AG C CAT G T GG CC C GG AAC AG AT G T AAAAAT AC AT AAG 

************************************************************ 

AX206904 582 
AGGGCAGGACATACTAGTGGTGCAGCCATGTGGCCCGGAACAGATGTAAAAATACATAAG 

ss.DNA59606 688 

CGCTTTCCTACTCATTACATGCCTTACAATGAGTCAGTTTCATTTGAAGATAGAGTTGCC 

************************************************************ 

AX206904 642 
CGCTTTCCTACTCATTACATGCCTTACAATGAGTCAGTTTCATTTGAAGATAGAGTTGCC 

ss. DNA59606 748 

AAAATTGTTGAATGGTTTACGTCAAAAGAGCCCATAAATCTTGGTCTTCTCTATTGGGAA 

****** 

***************************************************** 

AX206904 702 
AAAATTATTGAATGGTTTACGTCAAAAGAGCCCATAAATCTTGGTCTTCTCTATTGGGAA 

ss.DNA59606 808 

GACCCTGATGACATGGGCCACCATTTGGGACCTGACAGTCCGCTCATGGGGCCTGTCATT 



AX206904 762 
GACCCTGATGACATGGGCCACCATTTGGGACCTGACAGTCCGCTCATGGGGCCTGTCATT 

SS.DNA59606 868 

TCAGATATTGACAAGAAGTTAGGATATCTCATACAAATGCTGAAAAAGGCAAAGTTGTGG 

AX206904 822 
TCAGATATTGACAAGAAGTTAGGATATCTCATACAAATGCTGAAAAAGGCAAAGTTGTGG 

SS.DNA59606 928 

AAC AC T C TG AACC T AAT CAT C AC AAG TGAT C AT GG AAT G ACG C AG T GC T C T GAGG AAAGG 

AX206904 882 
AACACTCTGAACCTAATCATCACAAGTGATCATGGAATGACGCAGTGCTCTGAGGAAAGG 

SS.DNA59606 988 

TTAATAGAACTTGACCAGTACCTGGATAAAGACCACTATACCCTGATTGATCAATCTCCA 

AX206904 942 
T T AAT AG AAC T T G AC C AG T AC C T G G AT AAAG AC C AC TAT AC C C T GAT T GAT C AAT C T C C A 

ss. DNA59606 1048 

G TAG C AG C C AT C T T GCC AAAAGAAG G T AAAT T T GAT GAAG T C T AT G AAG C AC T AAC T C AC 

***********************************^ 

AX206904 1002 
GTAGCAGCCATCTTGCCAAAAGAAGGTAAATTTGATGAAGTCTATGAAGCACTAACTCAC 

ss.DNA59606 1108 

GCTCATCCTAATCTTACTGTTTACAAAAAAGAAGACGTTCCAGAAAGGTGGCATTACAAA 

AX206904 1062 
GCTCATCCTAATCTTACTGTTTACAAAAAAGAAGACGTTCCAGAAAGGTGGCATTACAAA 

ss. DNA59606 1168 

T ACAACAG T C G AAT T CAACC AAT C AT AG C AG T G G C T G AT G AAGG G T G G C AC AT T T T AC AG 

********************************** 

AX206904 1122 
T AC AAC AG T C G AAT T C AAC C AAT CAT AG C AG T G G C T GAT GAAG GG'IGG C AC AT T T T AC AG 

ss. DNA59606 1228 

AATAAG T C AG AT G AC T T T C T GT T AGGC AACC AC GG T T ACG AT AATGCG T T AGC AG AT AT G 

************************************************************ 

AX206904 1182 
AATAAGTCAGATGACTTTCTGTTAGGCAACCACGGTTACGATAATGCGTTAGCAGATATG 

ss. DNA59606 1288 

CATCCAATATTTTTAGCCCATGGTCCTGCCTTCAGAAAGAATTTCTCAAAAGAAGCCATG 

************************************************************ 

AX206904 1242 
CATCCAATATTTTTAGCCCATGGTCCTGCCTTCAGAAAGAATTTCTCAAAAGAAGCCATG 

SS.DNA59606 1348 



AACTCCACAGATTTGTACCCACTACTATGCCACCTCCTCAATATCACTGCCATGCCACAC 

******************************************* 



AX206904 1302 
AACTCCACAGATTTGTACCCACTACTATGCCACCTCCTCAATATCACCGCCATGCCACAC 



ss.DNA59606 1408 

AATGGATCATTCTGGAATGTCCAGGATCTGCTCAATTCAGCAATGCCAAGGGTGGTCCCT 

************************************************************ 

AX206904 1362 
AATGGATCATTCTGGAATGTCCAGGATCTGCTCAATTCAGCAATGCGAAGGGTGGTCCCT 

SS.DNA59606 1468 

TATACACAGAGTACTATACTCCTCCCTGGTAGTGTTAAACCAGCAG7VATATGACCAAGAG 

************************************************************ 

AX206904 1422 
TAT AC AC AG AG T AC TAT AC TCCTCCCTGG TAG T G T T AAAC C AG C AG AAT AT G AC C AAGAG 

SS.DNA59606 1528 

GGGTCATACCCTTATTTCATAGGGGTCTCTCTTGGCAGCATTATAGTGATTGTATTTTTT 

************************************************************ 

AX206904 1482 
GGGTCATACCCTTATTTCATAGGGGTCTCTCTTGGCAGCATTATAGTGATTGTATTTTTT 

ss.DNA59606 1588 

GTAATTTTCATTAAGCATTTAATTCACAGTCAAATACCTGCCTTACAAGATATGCATGCT 

************************************************************ 

AX206904 , 1542 
GTAATTTTCATTAAGCATTTAATTCACAGTCAAATACCTGCCTTACAAGATATGCATGCT 

ss.DNA59606 1648 

GAAATAGCTCAACCATTATTACAAGCCTAATGTTACTTTGAAGTGGATTTGCATATTGAA 

**************************************** 

AX206904 1602 
G AAAT AG C T C AAC CAT TAT T AC AAG C C T AAT G T T AC T T T GAAG T G GAT T T G CAT AT T G AA 

ss.DNA59606 1708 

GTGGAGATTCCATAATTATGTCAGTGTTTAAAGGTTTCAAATTCTGGGAAACCAGTTCCA 

************************************************************ 

AX206904 1662 
GTGGAGATTCCATAATTATGTCAGTGTTTAAAGGTTTCAAATTCTGGGAAACCAGTTCCA 

SS.DNA59606 1768 

AAC AT C T GCAG AAAC C AT T AAGC AGT T ACAT AT T T AGG T AT ACAC AC AC AC ACAC AC AC A 

***** *********************************** 

***************** 

AX206904 1722 AAC AT T T G C AG AAAC CAT T AAGC AG T T AC AT AT T TAG G TAT — 
ACACACACACACACACA 

SS.DNA59606 1828 

CACATACACACACACGGACCAAAATACTTACACCTGCAAAGGAATAAAGATGTGAGAGTA 

************************************************************ 

AX206904 1780 
CACATACACACACACGGACCAAAATACTTACACCTGCAAAGGAATAAAGATGTGAGAGTA 



SS.DNA59606 1888 
/ TGTCTCCATTGTTCACTGTAGCATAGGGATAGATAAGATCCTGCTTTATTTGGACTTGGC 

************************************************************ 

AX206904 1840 
TGTCTCCATTGTTCACTGTAGCATAGGGATAGATAAGATCCTGCTTTATTTGGACTTGGC 

SS.DNA59606 1948 

GCAGATAATGTATATATTTAGCAACTTTGCACTATGTAAAGTACCTTATATATTGCACTT 

******************************************* 

********** 

AX206904 1900 
GCAGATAATGTATATATTTAGCAACTTTGCACTATGTAAAGTACCTTATGTATTGCACTT 

SS.DNA59606 2008 

TAAATTTCTCTCCTGATGGGTACTTTAATTTGAAATGCACTTTATGGACAGTTATGTCTT 
******************************************* 

************* 

AX206904 1960 
TAAATTTCTCTpCTGATGGGTACTTTAATTTGAAATGCACTTTATGCACAGTTATGTCTT 

ss.DNA59606 2068 

AT AAC T T GAT T G AAAAT GAC AAC T T T T T GC AC C CAT G T C ACAG AAT ACT T GT T AC GC AT T 

************************************************************ 

AX206904 2020 
ATAACTTGATTGAAAATGACAACTTTTTGCACCCATGTCACAGAATACTTGTTACGCATT 

ss.DNA59606 2128 

G T T C AAAC T G AAG G AAAT T T C T AAT AAT C C C G AAT AAT G AAC AT AG AAAT C TAT C T C CAT 
****************************************** 

***************** 

AX206904 2080 
GTTCAAACTGAAGGAAATTTCT7VAT7\ATCCCGAATAATGAACGTAGAAATCTATCTCCAT 

SS.DNA59606 2188 

AAAT T GAG AG AAG AAGAAGGTG AT AAG T G T T G AAAAT T AAAT GT GAT AAC C T T T G AAC C T 

************************************************************ 

AX206904 2140 
AAAT T G AGAG AAG AAGAAGG TG ATAAG TG T T G AAAAT T AAATG T GAT AAC C T T T GAACC T 

ss.DNA59606 2248 

TGAATTTTGGAGATGTATTCCCAACAGCAGAATGCAACTGtGGGCATTTCTTGTCTTATT 

************************************************************ 

AX206904 2200 
TGAATTTTGGAGATG^ATTCCCAACAGCAGAATGCAACTGTGGGCATTTCTTGTCTTATT 

SS.DNA59606 2308 

T C T T T C C AG AG AAC GTGGTTTTCATTTATTTTTCCC T C AAAAG AG AG T C AAAT AC T GAC A 

************************************************************ 

AX206904 2260 
TCTTTCCAGAGAACGTGGTTTTCATTTATTTTTCCCTCAAAAGAGAGTCAAATACTGACA 

SS.DNA59606 2368 

GATTCGTTCTAAATATATTGTTTCTGTCATAAAATTATTGTGATTTCCTGATGAGTCATA 



AX206904 2320 
GATTCGTTCTAAATATATTGTTTCTGTCATAAAATTATTGTGATTTCCTGATGAGTCATA 

ss. DNA59606 2428 

T T AC TG TG AT T T T C AT AAT AAT G AAGAC AC CAT G AAT AT ACT T T T C T T C T AT AT AGT T C A 

I?******************************************* 

************** 

AX206904 2380 
T T AC TGT G AT T T TCAT AAT AATG AAGAC AC CAT G AAT AT AC TTTTTTTC TAT AT AG T T C A 

ss. DNA59606 2488 

GCAATGGCCTGAATAGAAGCAACCAGGCACCATCTCAGCAATGTTTTCTCTTGTTTGTAA 

************************************************************ 

AX206904 2440 
GCAATGGCCTGAATAGAAGCAACCAGGCACCATCTCAGCAATGTTTTCTCTTGTTTGTAA 

SS.DNA59606 2548 TTATTTGCTCCTTTGAAAATT 
**************** **** 

AX206904 2500 TTATTTGCTCCTTTGAGAATT 

Score - 146 (289 bits), Expect - 5e-75 [AX206904, seg 2/2] 
Identities - 146/146 (100%), at 1,17-14 6,162, Strand + /+ 

ss.DNA59606 1 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 

************************************************************ 
AX206904 17 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGT 
SS.DNA59606 61 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 

************************************************************ 
AX206904 77 

TACCCGCGGCGCGCCCGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAA 

s s . DNA5 9606 121 TACGGACTGAACGGATCGCTGCGAGG 
************************** 

AX2 0 6904 137 TACGGACTGAACGGATCGCTGCGAGG 



